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High-density lipoprotein or HDL is one of the five
major groups of lipoproteins
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What proteins are associated with HDL2 Do they = @V _@ 8-

change depending on the vascular environment?
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Table 1: Clinical characteristics of study subjects .,/ Ult}acentrifudation T finiminlind
Group  n  Age  Cholesterol  Triglycerides ~ HDL-C  LDL-C  ApoA-l ApoB hsCRP. [ %
(mg/mL) (mg/mL) (mmoliL)  (mmolL)  (mgmL)  (mg/mL) 'd; 7 1 A e 3 B
Control 10 51(8)  550(L25) 1.69(0.74) 124021) 349(115) 149022) 111(026)  17(L6) 'h“ = —fm = - EE — i L T Y
X =7 Labbed L) | Abin bl LES
Stable 10 58(7)  475(L51) 1.46(0.81) 106(021) 309(109) 1400.16) 121(0.42)  14(12) Separated by 1D-gel Precolumn C18  Nanosource bl e A apadian | Ay iy
Acute 10 51(10)  3.96(0.26)* 1.41(081) 075022 258(051) 1.15(0.29)* 0.99(0.10)  30.4(40.1)* followed by band excision ~ coupledtoa  modified with P "~ e st
and in-gel tryptic digestion Nanopump ananospray } Prscaal b
adapter o pwmy

Results represent mean(SD). * P<0.05 between control subjects and acute or stable coronary artery disease by Student's  test.
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Stable : Group B 121 plraelgega rgklhelgek lsplgeemrd rarahvdalr thlapysdel
rqrlaarlea
ACUfe H GI’OUp C 181 lkenggarla eyhakatehl stlsekakpa ledlrqgllp vlesfkvsfl
salém:ékli 13 peptides, seen ~250 times/s‘ample
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Peptide index
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o Semi-quantitative comparison of relative protein
abundance between two groups

Peptides in Grpl x % Grp]1 subjects with =1 peptide
Peptides in Grpl + Grp2

Peptides in Grp2 x % Grp2 subjects with >1 peptide
Peptides in Grpl + Grp2

Quantification of protein abundance by spectrum counts
and confirmed by immunoblot and ELISA
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Permutation analysis of peptide index

Macrophage ABCAT1-mediated
- cholesterol efflux assqz
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Summary of findings
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0 Using shotgun proteomic analysis we have identified
67 proteins associated with HDL

0 We have validated 62 previously reported proteins,
and reported 5 novel proteins:
o zinc-a-2-glycoprotein
o aminopeptidase N
o Cathelicidin antimicrobial peptide
o leucine-rich a-2-glycoprotein
o Carbonic anhydrase |

o0 We have demonstrated that the composition of HDL
changes depending on vascular status




